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SEQUENCE LISTING 
"<110> CHANG, XIAO-JIA 

<120> METHODS OF PRODUCING ANTIBODIES FOR DIAGNOSTICS AND THERAPEUTICS 

<130> IGA-003.01 

<140> 10/615,343 
<141> 2003-07-08 

<160> 22 

<170> Patentln Ver . 2.1 

<210> 1 

<211> 42 

<212> DNA 

<213> Homo sapiens 



<400> 1 

ctatctcgtt ctgttctttt agggacaccc ggaacgagtc tc 



42 



<210> 2 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Asp Arg Ala Arg Gin Glu Asn Pro Cys Gly Pro Cys Ser Glu 
1 5 10 



<210> 3 
<211> 39 
<212> DNA 

<213> Homo sapiens 
<400> 3 

ctatctcgtt ctgttctttt tacactgttc ggctccgcc 39 

<210> 4 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Asp Arg Ala Arg Gin Glu Lys Cys Asp Lys Pro Arg Arg 
1 5 10 



<210> 5 

<211> 30 

<212> DNA 

<213> Homo sapiens 



2 



<400> 5 

atcaactgca cccactcccc tctgacgtcc 30 



<210> 6 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 6 

lie Asn Cys Thr His Ser Pro Leu Thr Ser 
15 10 



<210> 7 
<211> 33 
<212> DNA 

<213> Homo sapiens 
<400> 7 

tgcacccact cctgtgtggc cagccctctg acg 33 



<210> 8 
<211> 11 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Cys Thr His Ser Cys Val Ala Ser Pro Leu Thr 
15 10 



<210> 9 
<211> 30 
<212> DNA 

<213> Homo sapiens 
<400> 9 

gcccactgca tcaggaggcc aggtgatgac 



<210> 10 
<211> 10 
<212> PRT 

<213> Homo sapiens 



<400> 10 

Ala His Cys lie Arg Arg Pro Gly Asp Asp 
1 5 A io 



<210> 11 
<211> 10 
<212> PRT 

<213> Homo sapiens 
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<400> 11 

His Cys lie Arg Lys Pro Gly Asp Asp Ser 
1 5 10 



<210> 12 
<211> 63 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Pro Gin Trp Val Leu Thr Ala Ala His Cys lie Arg Asn Lys Ser Val 
1 5 10 15 

lie Leu Leu Gly Arg His Ser Leu Phe His Pro Glu Asp Thr Gly Gin 
20 25 30 

Val Phe Gin Val Ser His Ser Phe Gly His Gly Leu Tyr Asp Met Ser 
35 40 45 

Leu Leu Lys Asn Arg Phe Leu Arg Pro Gly Asp Asp Ser Ser His 
50 55 60 



<210> 13 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Pro Gin Trp Val Leu Thr Ala Ala His Cys lie Arg Lys Pro Gly Asp 
1 5 10 ' 15 

Asp Ser Ser His 
20 



<210> 14 

<211> 1723 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1039) . . (1683) 
<400> 14 

tcgcggaggc ttggggcagc cgggtagctc ggaggtcgtg gcgctggggg ctagcaccag 6 0 
cgctctgtcg ggaggcgcag cggttaggtg gaccggtcag cggactcacc ggccagggcg 120 
ctcggtgctg gaatttgata ttcattgatc cgggttttat ccctcttctt ttttcttaaa 180 
catttttttt taaaactgta ttgtttctcg ttttaattta tttttgcttg ccattcccca 240 
cttgaatcgg gccgacggct tggggagatt gctctacttc cccaaatcac tgtggatttt 3 00 ' 
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ggaaaccagc agaaagagga aagaggtagc aagagctcca gagagaagtc gaggaagaga 3 60 

gagacggggt cagagagagc gcgcgggcgt gcgagcagcg aaagcgacag gggcaaagtg 42 0 

agtgacctgc ttttgggggt gaccgccgga gcgcggcgtg agccctcccc cttgggatcc 480 

cgcagctgac cagtcgcgct gacggacaga cagacagaca ccgcccccag ccccagctac 54 0 

cacctcctcc ccggccggcg gcggacagtg gacgcggcgg cgagccgcgg gcaggggccg 600 

gagcccgcgc ccggaggcgg ggtggagggg gtcggggctc gcggcgtcgc actgaaactt 660 

ttcgtccaac ttctgggctg ttctcgcttc ggaggagccg tggtccgcgc gggggaagcc 720 

gagccgagcg gagccgcgag aagtgctagc tcgggccggg aggagccgca gccggaggag 780 

ggggaggagg aagaagagaa ggaagaggag agggggccgc agtggcgact cggcgctcgg 84 0 

aagccgggct catggacggg tgaggcggcg gtgtgcgcag acagtgctcc agccgcgcgc 900 

gctccccagg ccctggcccg ggcctcgggc cggggaggaa gagtagctcg ccgaggcgcc 960 

gaggagagcg ggccgcccca cagcccgagc cggagaggga gcgcgagccg cgccggcccc 1020 

ggtcgggcct ccgaaacc atg aac ttt ctg ctg tct tgg gtg cat tgg age 1071 

Met Asn Phe Leu Leu Ser Trp Val His Trp Ser 
15 10 

ctt gec ttg ctg etc tac etc cac cat gec aag tgg tec cag get gca 1119 
Leu Ala Leu Leu Leu Tyr Leu His His Ala Lys Trp Ser Gin Ala Ala 
15 20 25 



ccc atg gca gaa gga gga ggg cag aat cat cac gaa gtg gtg aag ttc 
Pro Met Ala Glu Gly Gly Gly Gin Asn His His Glu Val Val Lys Phe 
30 35 40 



1167 



atg gat gtc tat cag cgc age tac tgc cat cca ate gag acc ctg gtg 1215 

Met Asp Val Tyr Gin Arg Ser Tyr Cys His Pro lie Glu Thr Leu Val 
45 50 55 

gac ate ttc cag gag tac cct gat gag ate gag tac ate ttc aag cca 1263 

Asp lie Phe Gin Glu Tyr Pro Asp Glu lie Glu Tyr lie Phe Lys Pro 

60 65 70 75 

tec tgt gtg ccc ctg atg cga tgc ggg ggc tgc tgc aat gac gag ggc 1311 

Ser Cys Val Pro Leu Met Arg Cys Gly Gly Cys Cys Asn Asp Glu Gly 
80 85 90 



ctg gag tgt gtg ccc act gag gag tec aac ate acc atg cag att atg 
Leu Glu Cys Val Pro Thr Glu Glu Ser Asn lie Thr Met Gin lie Met 
95 100 105 

egg ate aaa cct cac caa ggc cag cac ata gga gag atg age ttc eta 
Arg lie Lys Pro His Gin Gly Gin His lie Gly Glu Met Ser Phe Leu 
110 115 120 



1359 



1407 
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cag cac aac aaa tgt gaa tgc aga cca aag aaa gat aga gca aga caa 14 55 
Gin His Asn Lys Cys Glu Cys Arg Pro Lys Lys Asp Arg Ala Arg Gin 
125 130 135 

gaa aaa aaa tea gtt cga gga aag gga aag ggg caa aaa cga aag cgc 15 03 
Glu Lys Lys Ser Val Arg Gly Lys Gly Lys Gly Gin Lys Arg Lys Arg 
140 145 150 155 

aag aaa tec egg tat aag tec tgg age gtt ccc tgt ggg cct tgc tea 1551 
Lys Lys Ser Arg Tyr Lys Ser Trp Ser Val Pro Cys Gly Pro Cys Ser 
160 165 170 

gag egg aga aag cat ttg ttt gta caa gat ccg cag acg tgt aaa tgt 1599 
Glu Arg Arg Lys His Leu Phe Val Gin Asp Pro Gin Thr Cys Lys Cys 
175 180 185 

tec tgc aaa aac aca gac teg cgt tgc aag gcg agg cag ctt gag tta 1647 
Ser Cys Lys Asn Thr Asp Ser Arg Cys Lys Ala Arg Gin Leu Glu Leu 
190 195 200 

aac gaa cgt act tgc aga tgt gac aag ccg agg egg tgagceggge 16 93 

Asn Glu Arg Thr Cys Arg Cys Asp Lys Pro Arg Arg 
205 210 215 

aggaggaagg agcctccctc agggtttegg 1723 



<210> 15 
<211> 215 
<212> PRT 

<213> Homo sapiens 
<400> 15 

Met Asn Phe Leu Leu Ser Trp Val His Trp Ser Leu Ala Leu Leu Leu 
15 10 15 

Tyr Leu His His Ala Lys Trp Ser Gin Ala Ala Pro Met Ala Glu Gly 
20 25 3 0 

Gly Gly Gin Asn His His Glu Val Val Lys Phe Met Asp Val Tyr Gin 
3 5 4 0 45 

Arg Ser Tyr Cys His Pro lie Glu Thr Leu Val Asp lie Phe Gin Glu 
50 55 60 

Tyr Pro Asp Glu He Glu Tyr He Phe Lys Pro Ser Cys Val Pro Leu 
65 70 75 80 

Met Arg Cys Gly Gly Cys Cys Asn Asp Glu Gly Leu Glu Cys Val Pro 
85 90 95 

Thr Glu Glu Ser Asn He Thr Met Gin He Met Arg He Lys Pro His 
100 105 HO 

Gin Gly Gin His He Gly Glu Met Ser Phe Leu Gin His Asn Lys Cys 
115 120 125 
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Glu Cys Arg Pro Lys Lys Asp Arg Ala Arg Gin Glu Lys Lys Ser Val 
130 135 140 

Arg Gly Lys Gly Lys Gly Gin Lys Arg Lys Arg Lys Lys Ser Arg Tyr 
145 150 155 160 

Lys Ser Trp Ser Val Pro Cys Gly Pro Cys Ser Glu Arg Arg Lys His 
165 170 175 

Leu Phe Val Gin Asp Pro Gin Thr Cys Lys Cys Ser Cys Lys Asn Thr 
180 185 190 

Asp Ser Arg Cys Lys Ala Arg Gin Leu Glu Leu Asn Glu Arg Thr Cys 
195 200 205 

Arg Cys Asp Lys Pro Arg Arg 
210 215 



<210> 16 
<211> 4530 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (151) . . (3915) 
<400> 16 

aattctcgag ctcgtcgacc ggtcgacgag ctcgagggtc gacgagctcg agggcgcgcg 6 0 

cccggccccc acccctcgca gcaccccgcg ccccgcgccc tcccagccgg gtccagccgg 12 0 

agccatgggg ccggagccgc agtgagcacc atg gag ctg gcg gcc ttg tgc cgc 174 

Met Glu Leu Ala Ala Leu Cys Arg 
1 5 

tgg ggg etc etc etc gcc etc ttg ccc ccc gga gcc gcg age acc caa 222 
Trp Gly Leu Leu Leu Ala Leu Leu Pro Pro Gly Ala Ala Ser Thr Gin 
10 15 2 0 

gtg tgc acc ggc aca gac atg aag ctg egg etc cct gcc agt ccc gag 270 
Val Cys Thr Gly Thr Asp Met Lys Leu Arg Leu Pro Ala Ser Pro Glu 
25 30 35 40 

acc cac ctg gac atg etc cgc cac etc tac cag ggc tgc cag gtg gtg 318 
Thr His Leu Asp Met Leu Arg His Leu Tyr Gin Gly Cys Gin Val Val 
45 50 55 

cag gga aac ctg gaa etc acc tac ctg ccc acc aat gcc age ctg tec 366 
Gin Gly Asn Leu Glu Leu Thr Tyr Leu Pro Thr Asn Ala Ser Leu Ser 
60 65 70 

ttc ctg cag gat ate cag gag gtg cag ggc tac gtg etc ate get cac 414 
Phe Leu Gin Asp lie Gin Glu Val Gin Gly Tyr Val Leu lie Ala His 
75 80 85 
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aac caa gtg agg cag gtc cca ctg cag agg ctg egg att gtg cga ggc 462 
Asn Gin Val Arg Gin Val Pro Leu Gin Arg Leu Arg lie Val Arg Gly 
90 95 100 

acc cag etc ttt gag gac aac tat gec ctg gec gtg eta gac aat gga 510 
Thr Gin Leu Phe Glu Asp Asn Tyr Ala Leu Ala Val Leu Asp Asn Gly 
105 HO 115 120 

gac ccg ctg aac aat acc acc cct gtc aca ggg gec tec cca gga ggc 558 
Asp Pro Leu Asn Asn Thr Thr Pro Val Thr Gly Ala Ser Pro Gly Gly 
125 130 135 



ctg egg gag ctg cag ctt cga age etc aca gag ate ttg aaa gga ggg 
Leu Arg Glu Leu Gin Leu Arg Ser Leu Thr Glu lie Leu Lys Gly Gly 
140 145 150 

gtc ttg ate cag egg aac ccc cag etc tgc tac cag gac acg att ttg 
Val Leu lie Gin Arg Asn Pro Gin Leu Cys Tyr Gin Asp Thr lie Leu 
155 160 165 

tgg aag gac ate ttc cac aag aac aac cag ctg get etc aca ctg ata 
Trp Lys Asp lie Phe His Lys Asn Asn Gin Leu Ala Leu Thr Leu lie 
170 175 180 

gac acc aac cgc tct egg gee tgc cac ccc tgt tct ccg atg tgt aag 
Asp Thr Asn Arg Ser Arg Ala Cys His Pro Cys Ser Pro Met Cys Lys 
185 190 195 200 

ggc tec cgc tgc tgg gga gag agt tct gag gat tgt cag age ctg acg 
Gly Ser Arg Cys Trp Gly Glu Ser Ser Glu Asp Cys Gin Ser Leu Thr 
205 210 215 



act gac tgc tgc cat gag cag tgt get gee ggc tgc acg ggc ccc aag 
Thr Asp Cys Cys His Glu Gin Cys Ala Ala Gly Cys Thr Gly Pro Lys 
235 240 245 

cac tct gac tgc ctg gee tgc etc cac ttc aac cac agt ggc ate tgt 
His Ser Asp Cys Leu Ala Cys Leu His Phe Asn His Ser Gly lie Cys 
250 255 260 

gag ctg cac tgc cca gee ctg gtc acc tac aac aca gac acg ttt gag 
Glu Leu His Cys Pro Ala Leu Val Thr Tyr Asn Thr Asp Thr Phe Glu 
265 270 275 280 

tec atg ccc aat ccc gag ggc egg tat aca ttc ggc gec age tgt gtg 
Ser Met Pro Asn Pro Glu Gly Arg Tyr Thr Phe Gly Ala Ser Cys Val 
285 290 295 

act gee tgt ccc tac aac tac ctt tct acg gac gtg gga tec tgc acc 
Thr Ala Cys .Pro Tyr Asn Tyr Leu Ser Thr Asp Val Gly Ser Cys Thr 
300 305 310 



606 



654 



702 



750 



798 



cgc act gtc tgt gee ggt ggc tgt gee cgc tgc aag ggg cca ctg ccc 846 
Arg Thr Val Cys Ala Gly Gly Cys Ala Arg Cys Lys Gly Pro Leu Pro 
220 225 230 



894 



942 



990 



1038 



1086 



8 



etc gtc tgc ccc ctg cac aac caa gag gtg aca gca gag gat gga aca 1134 
Leu Val Cys Pro Leu His Asn Gin Glu Val Thr Ala Glu Asp Gly Thr 
315 320 325 

cag egg tgt gag aag tgc age aag ccc tgt gec cga gtg tgc tat ggt 1182 
Gin Arg Cys Glu Lys Cys Ser Lys Pro Cys Ala Arg Val Cys Tyr Gly 
330 335 340 

ctg ggc atg gag cac ttg cga gag gtg agg gca gtt acc agt gec aat 123 0 
Leu Gly Met Glu His Leu Arg Glu Val Arg Ala Val Thr Ser Ala Asn 
345 350 355 360 

ate cag gag ttt get ggc tgc aag aag ate ttt ggg age ctg gca ttt 1278 
lie Gin Glu Phe Ala Gly Cys Lys Lys lie Phe Gly Ser Leu Ala Phe 
365 370 375 

ctg ccg gag age ttt gat ggg gac cca gee tec aac act gee ccg etc 1326 
Leu Pro Glu Ser Phe Asp Gly Asp Pro Ala Ser Asn Thr Ala Pro Leu 
380 385 390 

cag cca gag cag etc caa gtg ttt gag act ctg gaa gag ate aca ggt 13 74 
Gin Pro Glu Gin Leu Gin Val Phe Glu Thr Leu Glu Glu lie Thr Gly 
395 400 405 

tac eta tac ate tea gca tgg ccg gac age ctg cct gac etc age gtc 1422 
Tyr Leu Tyr lie Ser Ala Trp Pro Asp Ser Leu Pro Asp Leu Ser Val 
410 415 420 

ttc cag aac ctg caa gta ate egg gga cga att ctg cac aat ggc gee 1470 
Phe Gin Asn Leu Gin Val lie Arg Gly Arg lie Leu His Asn Gly Ala 
425 430 435 440 

tac teg ctg acc ctg caa ggg ctg ggc ate age tgg ctg ggg ctg cgc 1518 
Tyr Ser Leu Thr Leu Gin Gly Leu Gly lie Ser Trp Leu Gly Leu Arg 
445 450 455 

tea ctg agg gaa ctg ggc agt gga ctg gee etc ate cac cat aac acc 1566 
Ser Leu Arg Glu Leu Gly Ser Gly Leu Ala Leu lie His His Asn Thr 
460 465 470 

cac etc tgc ttc gtg cac acg gtg ccc tgg gac cag etc ttt egg aac 1614 
His Leu Cys Phe Val His Thr Val Pro Trp Asp Gin Leu Phe Arg Asn 
475 480 485 

ccg cac caa get ctg etc cac act gee aac egg cca gag gac gag tgt 1662 
Pro His Gin Ala Leu Leu His Thr Ala Asn Arg Pro Glu Asp Glu Cys 
490 495 500 

gtg ggc gag ggc ctg gec tgc cac cag ctg tgc gee cga ggg cac tgc 1710 
Val Gly Glu Gly Leu Ala Cys His Gin Leu Cys Ala Arg Gly His Cys 
505 510 515 520 

tgg ggt cca ggg ccc acc cag tgt gtc aac tgc age cag ttc ctt egg 1758 
Trp Gly Pro Gly Pro Thr Gin Cys Val Asn Cys Ser Gin Phe Leu Arg 
525 530 535 



9 



ggc cag gag tgc gtg gag gaa tgc cga gta ctg cag ggg etc ccc agg 1806 
Gly Gin Glu Cys Val Glu Glu Cys Arg Val Leu Gin Gly Leu Pro Arg 
540 545 550 

gag tat gtg aat gec agg cac tgt ttg ccg tgc cac cct gag tgt cag 1854 
Glu Tyr Val Asn Ala Arg His Cys Leu Pro Cys His Pro Glu Cys Gin 
555 560 565 

ccc cag aat ggc tea gtg acc tgt ttt gga ccg gag get gac cag tgt 1902 
Pro Gin Asn Gly Ser Val Thr Cys Phe Gly Pro Glu Ala Asp Gin Cys 
570 575 580 

gtg gec tgt gec cac tat aag gac cct ccc ttc tgc gtg gec cgc tgc 1950 
Val Ala Cys Ala His Tyr Lys Asp Pro Pro Phe Cys Val Ala Arg Cys 
585 590 595 600 

ccc age ggt gtg aaa cct gac etc tec tac atg ccc ate tgg aag ttt 1998 
Pro Ser Gly Val Lys Pro Asp Leu Ser Tyr Met Pro lie Trp Lys Phe 
605 610 615 

cca gat gag gag ggc gca tgc cag cct tgc ccc ate aac tgc acc cac 2046 
Pro Asp Glu Glu Gly Ala Cys Gin Pro Cys Pro lie Asn Cys Thr His 
620 625 630 

tec tgt gtg gac ctg gat gac aag ggc tgc ccc gee gag cag aga gee 2094 
Ser Cys Val Asp Leu Asp Asp Lys Gly Cys Pro Ala Glu Gin Arg Ala 
635 640 645 

age cct ctg acg tec ate gtc tct gcg gtg gtt ggc att ctg ctg gtc 2142 
Ser Pro Leu Thr Ser lie Val Ser Ala Val Val Gly lie Leu Leu Val 
650 655 660 

gtg gtc ttg ggg gtg gtc ttt ggg ate etc ate aag cga egg cag cag 2190 
Val Val Leu Gly Val Val Phe Gly lie Leu lie Lys Arg Arg Gin Gin 
665 670 675 680 

aag ate egg aag tac acg atg egg aga ctg ctg cag gaa acg gag ctg 223 8 
Lys lie Arg Lys Tyr Thr Met Arg Arg Leu Leu Gin Glu Thr Glu Leu 
685 690 695 



gtg gag ccg ctg aca cct age gga gcg atg ccc aac cag gcg cag atg 
Val Glu Pro Leu Thr Pro Ser Gly Ala Met Pro Asn Gin Ala Gin Met 
700 705 710 



aat gtg aaa att cca gtg gee ate aaa gtg ttg agg gaa aac aca tec 
Asn Val Lys lie Pro Val Ala lie Lys Val Leu Arg Glu Asn Thr Ser 
745 750 755 760 



2286 



egg ate ctg aaa gag acg gag ctg agg aag gtg aag gtg ctt gga tct 2334 
Arg lie Leu Lys Glu Thr Glu Leu Arg Lys Val Lys Val Leu Gly Ser 
715 720 725 

ggc get ttt ggc aca gtc tac aag ggc ate tgg ate cct gat ggg gag 23 82 
Gly Ala Phe Gly Thr Val Tyr Lys Gly lie Trp lie Pro Asp Gly Glu 
730 735 740 



2430 



10 



ccc aaa gcc aac aaa gaa ate tta gac gaa gca tac gtg atg get ggt 2478 
Pro Lys Ala Asn Lys Glu lie Leu Asp Glu Ala Tyr Val Met Ala Gly 
765 770 775 

gt9 99 c tcc cca tat 9 tc tcc C 9 C ctt ct 9 99 c atc tgc ctg aca tcc 2526 
Val Gly Ser Pro Tyr Val Ser Arg Leu Leu Gly lie Cys Leu Thr Ser 
780 785 790 

acg gtg cag ctg gtg aca cag ctt atg ccc tat ggc tgc etc tta gac 2574 
Thr Val Gin Leu Val Thr Gin Leu Met Pro Tyr Gly Cys Leu Leu Asp 
795 800 805 

cat gtc egg gaa aac cgc gga cgc ctg ggc tcc cag gac ctg ctg aac 2622 
His Val Arg Glu Asn Arg Gly Arg Leu Gly Ser Gin Asp Leu Leu Asn 
810 815 820 

tgg tgt atg cag att gcc aag ggg atg age tac ctg gag gat gtg egg 2670 
Trp Cys Met Gin lie Ala Lys Gly Met Ser Tyr Leu Glu Asp Val Arg 
825 830 835 840 

etc gta cac agg gac ttg gcc get egg aac gtg ctg gtc aag agt ccc 2718 
Leu Val His Arg Asp Leu Ala Ala Arg Asn Val Leu Val Lys Ser Pro 
845 850 855 

aac cat gtc aaa att aca gac ttc ggg ctg get egg ctg ctg gac att 2766 
Asn His Val Lys lie Thr Asp Phe Gly Leu Ala Arg Leu Leu Asp lie 
860 865 870 

gac gag aca gag tac cat gca gat ggg ggc aag gtg ccc ate aag tgg 2814 
Asp Glu Thr Glu Tyr His Ala Asp Gly Gly Lys Val Pro lie Lys Trp 
875 880 885 

atg gcg ctg gag tcc att etc cgc egg egg ttc ace cac cag agt gat 2862 
Met Ala Leu Glu Ser lie Leu Arg Arg Arg Phe Thr His Gin Ser Asp 
890 895 900 

gtg tgg agt tat ggt gtg act gtg tgg gag ctg atg act ttt ggg gcc 2910 
Val Trp Ser Tyr Gly Val Thr Val Trp Glu Leu Met Thr Phe Gly Ala 
905 910 915 920 

aaa cct tac gat ggg ate cca gcc egg gag ate cct gac ctg ctg gaa 2958 
Lys Pro Tyr Asp Gly lie Pro Ala Arg Glu lie Pro Asp Leu Leu Glu 
925 93 0 935 

aag ggg gag egg ctg ccc cag ccc ccc ate tgc ace att gat gtc tac 3 006 
Lys Gly Glu Arg Leu Pro Gin Pro Pro lie Cys Thr lie Asp Val Tyr 
94 0 94 5 95 0 

atg ate atg gtc aaa tgt tgg atg att gac tct gaa tgt egg cca aga 3 054 
Met lie Met Val Lys Cys Trp Met lie Asp Ser Glu Cys Arg Pro Arg 
955 960 965 

ttc egg gag ttg gtg tct gaa ttc tcc cgc atg gcc agg gac ccc cag 3102 
Phe Arg Glu Leu Val Ser Glu Phe Ser Arg Met Ala Arg Asp Pro Gin 
970 975 980 
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cgc ttt gtg gtc ate cag aat gag gac ttg ggc cca gec agt ccc ttg 3150 
Arg Phe Val Val lie Gin Asn Glu Asp Leu Gly Pro Ala Ser Pro Leu 
985 990 995 1000 

gac age acc ttc tac cgc tea ctg ctg gag gac gat gac atg ggg gac 3198 
Asp Ser Thr Phe Tyr Arg Ser Leu Leu Glu Asp Asp Asp Met Gly Asp 
1005 1010 1015 

ctg gtg gat get gag gag tat ctg gta ccc cag cag ggc ttc ttc tgt 3246 
Leu Val Asp Ala Glu Glu Tyr Leu Val Pro Gin Gin Gly Phe Phe Cys 
1020 1025 1030 

cca gac cct gee ccg ggc get ggg ggc atg gtc cac cac agg cac cgc 3 294 
Pro Asp Pro Ala Pro Gly Ala Gly Gly Met Val His His Arg His Arg 
1035 1040 1045 

age tea tct acc agg agt ggc ggt ggg gac ctg aca eta ggg ctg gag 3342 
Ser Ser Ser Thr Arg Ser Gly Gly Gly Asp Leu Thr Leu Gly Leu Glu 
1050 1055 1060 

ccc tct gaa gag gag gee ccc agg tct cca ctg gca ccc tec gaa ggg 3390 
Pro Ser Glu Glu Glu Ala Pro Arg Ser Pro Leu Ala Pro Ser Glu Gly 
1065 1070 1075 1080 

get ggc tec gat gta ttt gat ggt gac ctg gga atg ggg gca gee aag 3438 
Ala Gly Ser Asp Val Phe Asp Gly Asp Leu Gly Met Gly Ala Ala Lys 
1085 1090 1095 

ggg ctg caa age etc ccc aca cat gac ccc age cct eta cag egg tac 3486 
Gly Leu Gin Ser Leu Pro Thr His Asp Pro Ser Pro Leu Gin Arg Tyr 
1100 1105 1110 

agt gag gac ccc aca gta ccc ctg ccc tct gag act gat ggc tac gtt 3534 
Ser Glu Asp Pro Thr Val Pro Leu Pro Ser Glu Thr Asp Gly Tyr Val 
1115 1120 1125 

gee ccc ctg acc tgc age ccc cag cct gaa tat gtg aac cag cca gat 3 582 
Ala Pro Leu Thr Cys Ser Pro Gin Pro Glu Tyr Val Asn Gin Pro Asp 
1130 1135 1140 

gtt egg ccc cag ccc cct teg ccc cga gag ggc cct ctg cct get gee 3630 
Val Arg Pro Gin Pro Pro Ser Pro Arg Glu Gly Pro Leu Pro Ala Ala 
1145 1150 1155 1160 

cga cct get ggt gee act ctg gaa agg gee aag act etc tec cca ggg 3678 
Arg Pro Ala Gly Ala Thr Leu Glu Arg Ala Lys Thr Leu Ser Pro Gly 
1165 1170 1175 

aag aat ggg gtc gtc aaa gac gtt ttt gee ttt ggg ggt gee gtg gag 3726 
Lys Asn Gly Val Val Lys Asp Val Phe Ala Phe Gly Gly Ala Val Glu 
1180 1185 1190 

aac ccc gag tac ttg aca ccc cag gga gga get gee cct cag ccc cac 3774 
Asn Pro Glu Tyr Leu Thr Pro Gin Gly Gly Ala Ala Pro Gin Pro His 
1195 1200 1205 
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cct cct cct gcc ttc age cca gec ttc gac aac etc tat tac tgg gac 3822 
Pro Pro Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Tyr Tyr Trp Asp 
1210 1215 1220 

cag gac cca cca gag egg ggg get cca ccc age ace ttc aaa ggg aca 3870 
Gin Asp Pro Pro Glu Arg Gly Ala Pro Pro Ser Thr Phe Lys Gly Thr 
1225 1230 1235 1240 

cct acg gca gag aac cca gag tac ctg ggt ctg gac gtg cca gtg 3915 
Pro Thr Ala Glu Asn Pro Glu Tyr Leu Gly Leu Asp Val Pro Val 
1245 1250 1255 

tgaaccagaa ggccaagtcc gcagaagccc tgatgtgtcc tcagggagca gggaaggect 3 975 

gaettctget ggcatcaaga ggtgggaggg ccctccgacc acttccaggg gaacctgcca 4035 

tgecaggaac ctgtcctaag gaaccttcct tectgettga gttcccagat ggctggaagg 4095 

ggtccagcct cgttggaaga ggaacagcac tggggagtct ttgtggattc tgaggccctg 4155 

cccaatgaga ctctagggtc cagtggatgc cacagcccag cttggccctt tccttccaga 4215 

tcctgggtac tgaaagcett agggaagctg gectgagagg ggaageggee ctaagggagt 4275 

gtctaagaac aaaagegace cattcagaga ctgtccctga aacctagtac tgccccccat 4335 

gaggaaggaa cagcaatggt gtcagtatcc aggctttgta cagagtgett ttctgtttag 43 95 

tttttacttt ttttgttttg tttttttaaa gacgaaataa agacccaggg gagaatgggt 4455 

gttgtatggg gaggcaagtg tggggggtcc ttctccacac ccactttgtc catttgeaaa 4515 

tatattttgg aaaac 4530 



<210> 17 
<211> 1255 
<212> PRT 

<213> Homo sapiens 
<400> 17 

Met Glu Leu Ala Ala Leu Cys Arg Trp Gly Leu Leu Leu Ala Leu Leu 
15 10 15 

Pro Pro Gly Ala Ala Ser Thr Gin Val Cys Thr Gly Thr Asp Met Lys 
20 25 30 

Leu Arg Leu Pro Ala Ser Pro Glu Thr His Leu Asp Met Leu Arg His 
35 40 45 

Leu Tyr Gin Gly Cys Gin Val Val Gin Gly Asn Leu Glu Leu Thr Tyr 
50 55 60 

Leu Pro Thr Asn Ala Ser Leu Ser Phe Leu Gin Asp lie Gin Glu Val 
65 70 75 80 
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Gin Gly Tyr Val Leu He Ala His Asn Gin Val Arg Gin Val Pro Leu 
85 90 95 

Gin Arg Leu Arg He Val Arg Gly Thr Gin Leu Phe Glu Asp Asn Tyr 
100 105 110 

Ala Leu Ala Val Leu Asp Asn Gly Asp Pro Leu Asn Asn Thr Thr Pro 
115 120 125 

Val Thr Gly Ala Ser Pro Gly Gly Leu Arg Glu Leu Gin Leu Arg Ser 
130 135 140 

Leu Thr Glu He Leu Lys Gly Gly Val Leu He Gin Arg Asn Pro Gin 
145 150 155 160 

Leu Cys Tyr Gin Asp Thr He Leu Trp Lys Asp He Phe His Lys Asn 
165 170 175 

Asn Gin Leu Ala Leu Thr Leu He Asp Thr Asn Arg Ser Arg Ala Cys 
180 185 190 

His Pro Cys Ser Pro Met Cys Lys Gly Ser Arg Cys Trp Gly Glu Ser 
195 200 205 

Ser Glu Asp Cys Gin Ser Leu Thr Arg Thr Val Cys Ala Gly Gly Cys 
210 215 220 

Ala Arg Cys Lys Gly Pro Leu Pro Thr Asp Cys Cys His Glu Gin Cys 
225 " 230 235 240 

Ala Ala Gly Cys Thr Gly Pro Lys His Ser Asp Cys Leu Ala Cys Leu 
245 250 255 

His Phe Asn His Ser Gly He Cys Glu Leu His Cys Pro Ala Leu Val 
260 265 270 

Thr Tyr Asn Thr Asp Thr Phe Glu Ser Met Pro Asn Pro Glu Gly Arg 
275 280 285 

Tyr Thr Phe Gly Ala Ser Cys Val Thr Ala Cys Pro Tyr Asn Tyr Leu 
290 295 300 

Ser Thr Asp Val Gly Ser Cys Thr Leu Val Cys Pro Leu His Asn Gin 
305 310 315 320 

Glu Val Thr Ala Glu Asp Gly Thr Gin Arg Cys Glu Lys Cys Ser Lys 
325 330 335 

Pro Cys Ala Arg Val Cys Tyr Gly Leu Gly Met Glu His Leu Arg Glu 
340 345 350 

Val Arg Ala Val Thr Ser Ala Asn He Gin Glu Phe Ala Gly Cys Lys 
355 360 365 

Lys He Phe Gly Ser Leu Ala Phe Leu Pro Glu Ser Phe Asp Gly Asp 
370 375 380 
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Pro Ala Ser Asn Thr Ala Pro Leu Gin Pro Glu Gin Leu Gin Val Phe 
385 390 395 400 

Glu Thr Leu Glu Glu lie Thr Gly Tyr Leu Tyr lie Ser Ala Trp Pro 
405 410 415 

Asp Ser Leu Pro Asp Leu Ser Val Phe Gin Asn Leu Gin Val lie Arg 
420 425 430 

Gly Arg lie Leu His Asn Gly Ala Tyr Ser Leu Thr Leu Gin Gly Leu 
435 440 445 

Gly lie Ser Trp Leu Gly Leu Arg Ser Leu Arg Glu Leu Gly Ser Gly 
450 455 460 

Leu Ala Leu lie His His Asn Thr His Leu Cys Phe Val His Thr Val 
465 470 475 480 

Pro Trp Asp Gin Leu Phe Arg Asn Pro His Gin Ala Leu Leu His Thr 
485 490 495 

Ala Asn Arg Pro Glu Asp Glu Cys Val Gly Glu Gly Leu Ala Cys His 
500 505 510 

Gin Leu Cys Ala Arg Gly His Cys Trp Gly Pro Gly Pro Thr Gin Cys 
515 520 525 

Val Asn Cys Ser Gin Phe Leu Arg Gly Gin Glu Cys Val Glu Glu Cys 
530 535 540 

Arg Val Leu Gin Gly Leu Pro Arg Glu Tyr Val Asn Ala Arg His Cys 
545 " 550 555 560 

Leu Pro Cys His Pro Glu Cys Gin Pro Gin Asn Gly Ser Val Thr Cys 
565 570 575 

Phe Gly Pro Glu Ala Asp Gin Cys Val Ala Cys Ala His Tyr Lys Asp 
580 585 590 

Pro Pro Phe Cys Val Ala Arg Cys -Pro Ser Gly Val Lys Pro Asp Leu 
595 600 605 

Ser Tyr Met Pro lie Trp Lys Phe Pro Asp Glu Glu Gly Ala Cys Gin 
610 615 620 

Pro Cys Pro lie Asn Cys Thr His Ser Cys Val Asp Leu Asp Asp Lys 
625 630 635 640 

Gly Cys Pro Ala Glu Gin Arg Ala Ser Pro Leu Thr Ser lie Val Ser 
645 650 655 

Ala Val Val Gly lie Leu Leu Val Val Val Leu Gly Val Val Phe Gly 
660 665 670 



lie Leu lie Lys Arg Arg Gin Gin Lys lie Arg Lys Tyr Thr Met Arg 
675 680 685 
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Arg Leu Leu Gin Glu Thr Glu Leu Val Glu Pro Leu Thr Pro Ser Gly 
690 695 700 

Ala Met Pro Asn Gin Ala Gin Met Arg lie Leu Lys Glu Thr Glu Leu 
705 710 715 720 

Arg Lys Val Lys Val Leu Gly Ser Gly Ala Phe Gly Thr Val Tyr Lys 
725 730 735 

Gly lie Trp lie Pro Asp Gly Glu Asn Val Lys lie Pro Val Ala lie 
740 745 750 

Lys Val Leu Arg Glu Asn Thr Ser Pro Lys Ala Asn Lys Glu lie Leu 
755 760 765 

Asp Glu Ala Tyr Val Met Ala Gly Val Gly Ser Pro Tyr Val Ser Arg 
770 775 780 

Leu Leu Gly lie Cys Leu Thr Ser Thr Val Gin Leu Val Thr Gin Leu 
785 790 795 800 

Met Pro Tyr Gly Cys Leu Leu Asp His Val Arg Glu Asn Arg Gly Arg 
805 810 815 

Leu Gly Ser Gin Asp Leu Leu Asn Trp Cys Met Gin lie Ala Lys Gly 
820 825 830 

Met Ser Tyr Leu Glu Asp Val Arg Leu Val His Arg Asp Leu Ala Ala 
835 840 845 

Arg Asn Val Leu Val Lys Ser Pro Asn His Val Lys lie Thr Asp Phe 
850 855 860 

Gly Leu Ala Arg Leu Leu Asp He Asp Glu Thr Glu Tyr His Ala Asp 
865 870 875 880 

Gly Gly Lys Val Pro He Lys Trp Met Ala Leu Glu Ser He Leu Arg 
885 890 895 

Arg Arg Phe Thr His Gin Ser Asp Val Trp Ser Tyr Gly Val Thr Val 
900 905 910 

Trp Glu Leu Met Thr Phe Gly Ala Lys Pro Tyr Asp Gly He Pro Ala 
915 920 925 

Arg Glu He Pro Asp Leu Leu Glu Lys Gly Glu Arg Leu Pro Gin Pro 
930 935 940 

Pro He Cys Thr He Asp Val Tyr Met He Met Val Lys Cys Trp Met 
945 950 955 960 

He Asp Ser Glu Cys Arg Pro Arg Phe Arg Glu Leu Val Ser Glu Phe 
965 970 975 

Ser Arg Met Ala Arg Asp Pro Gin Arg Phe Val Val He Gin Asn Glu 
980 985 990 
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Asp Leu Gly Pro Ala Ser Pro Leu Asp Ser Thr Phe Tyr Arg Ser Leu 
995 1000 1005 

Leu Glu Asp Asp Asp Met Gly Asp Leu Val Asp Ala Glu Glu Tyr Leu 
1010 1015 1020 

Val Pro Gin Gin Gly Phe Phe Cys Pro Asp Pro Ala Pro Gly Ala Gly 
1025 1030 1035 1040 

Gly Met Val His His Arg His Arg Ser Ser Ser Thr Arg Ser Gly Gly 
1045 1050 1055 

Gly Asp Leu Thr Leu Gly Leu Glu Pro Ser Glu Glu Glu Ala Pro Arg 
1060 1065 1070 

Ser Pro Leu Ala Pro Ser Glu Gly Ala Gly Ser Asp Val Phe Asp Gly 
1075 1080 1085 

Asp Leu Gly Met Gly Ala Ala Lys Gly Leu Gin Ser Leu Pro Thr His 
1090 1095 1100 

Asp Pro Ser Pro Leu Gin Arg Tyr Ser Glu Asp Pro Thr Val Pro Leu 
1105 1110 1115 1120 

Pro Ser Glu Thr Asp Gly Tyr Val Ala Pro Leu Thr Cys Ser Pro Gin 
1125 1130 1135 

Pro Glu Tyr Val Asn Gin Pro Asp Val Arg Pro Gin Pro Pro Ser Pro 
1140 1145 1150 

Arg Glu Gly Pro Leu Pro Ala Ala Arg Pro Ala Gly Ala Thr Leu Glu 
1155 1160 1165 

Arg Ala Lys Thr Leu Ser Pro Gly Lys Asn Gly Val Val Lys Asp Val 
1170 1175 1180 

Phe Ala Phe Gly Gly Ala Val Glu Asn Pro Glu Tyr Leu Thr Pro Gin 
1185 1190 1195 1200 

Gly Gly Ala Ala Pro Gin Pro His Pro Pro Pro Ala Phe Ser Pro Ala 
1205 1210 1215 

Phe Asp Asn Leu Tyr Tyr Trp Asp Gin Asp Pro Pro Glu Arg Gly Ala 
1220 1225 1230 

Pro Pro Ser Thr Phe Lys Gly Thr Pro Thr Ala Glu Asn Pro Glu Tyr 
1235 1240 1245 

Leu Gly Leu Asp Val Pro Val 
1250 1255 



<210> 18 

<211> 1466 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (44) . . (826) 

<400> 18 

agccccaagc ttaccacctg cacccggaga gctgtgtgtc acc atg tgg gtc ccg 55 

Met Trp Val Pro 
1 

gtt gtc ttc etc acc ctg tec gtg acg tgg att ggt get gca ccc etc 103 
Val Val Phe Leu Thr Leu Ser Val Thr Trp lie Gly Ala Ala Pro Leu 
5 10 15 20 

ate ctg tct egg att gtg gga ggc tgg gag tgc gag aag cat tec caa 151 
lie Leu Ser Arg lie Val Gly Gly Trp Glu Cys Glu Lys His Ser Gin 
25 30 35 

ccc tgg cag gtg ctt gtg gee tct cgt ggc agg gca gtc tgc ggc ggt 199 
Pro Trp Gin Val Leu Val Ala Ser Arg Gly Arg Ala Val Cys Gly Gly 
40 45 50 

gtt ctg gtg cac ccc cag tgg gtc etc aca get gee cac tgc ate agg 247 
Val Leu Val His Pro Gin Trp Val Leu Thr Ala Ala His Cys lie Arg 
55 60 65 



aac aaa age gtg ate ttg ctg ggt egg cac age ctg ttt cat cct gaa 
Asn Lys Ser Val lie Leu Leu Gly Arg His Ser Leu Phe His Pro Glu 
70 75 80 



aat gac gtg tgt gcg caa gtt cac cct cag aag gtg acc aag ttc atg 
Asn Asp Val Cys Ala Gin Val His Pro Gin Lys Val Thr Lys Phe Met 
185 190 195 



295 



gac aca ggc cag gta ttt cag gtc age cac age ttc cca cac ccg etc 343 
Asp Thr Gly Gin Val Phe Gin Val Ser His Ser Phe Pro His Pro Leu 
85 " 90 95 100 

tac gat atg age etc ctg aag aat cga ttc etc agg cca ggt gat gac 3 91 
Tyr Asp Met Ser Leu Leu Lys Asn Arg Phe Leu Arg Pro Gly Asp Asp 
105 110 115 

tec age cac gac etc atg ctg etc cgc ctg tea gag cct gee gag etc 43 9 
Ser Ser His Asp Leu Met Leu Leu Arg Leu Ser Glu Pro Ala Glu Leu 
120 125 130 

acg gat get gtg aag gtc atg gac ctg ccc acc cag gag cca gca ctg 487 
Thr Asp Ala Val Lys Val Met Asp Leu Pro Thr Gin Glu Pro Ala Leu 
13 5 14 0 145 

ggg acc acc tgc tac gee tea ggc tgg ggc age att gaa cca gag gag 53 5 
Gly Thr Thr Cys Tyr Ala Ser Gly Trp Gly Ser lie Glu Pro Glu Glu 
150 155 160 

ttc ttg acc cca aag aaa ctt cag tgt gtg gac etc cat gtt att tec 583 
Phe Leu Thr Pro Lys Lys Leu Gin Cys Val Asp Leu His Val lie Ser 
165 170 175 180 



631 
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ctg tgt get gga cgc tgg aca ggg ggc aaa age acc tgc teg ggt gat 679 
Leu Cys Ala Gly Arg Trp Thr Gly Gly Lys Ser Thr Cys Ser Gly Asp 
200 205 210 

tct ggg ggc cca ctt gtc tgt aat ggt gtg ctt caa ggt ate acg tea 727 
Ser Gly Gly Pro Leu Val Cys Asn Gly Val Leu Gin Gly lie Thr Ser 
215 220 225 

tgg ggc agt gaa cca tgt gec ctg ccc gaa agg cct tec ctg tac acc 775 
Trp Gly Ser Glu Pro Cys Ala Leu Pro Glu Arg Pro Ser Leu Tyr Thr 
230 235 240 

aag gtg gtg cat tac egg aag tgg ate aag gac acc ate gtg gee aac 823 
Lys Val Val His Tyr Arg Lys Trp lie Lys Asp Thr lie Val Ala Asn 
245 250 255 260 



ccc tgagcacccc tatcaacccc ctattgtagt aaacttggaa ccttggaaat 876 
Pro 



gaccaggcca 


agactcaagc 


ctccccagtt 


ctactgacct 


ttgtccttag 


gtgtgaggtc 


936 


cagggttget 


aggaaaagaa 


atcagcagac 


acaggtgtag 


accagagtgt 


ttcttaaatg 


996 


gtgtaatttt 


gtcctctctg 


tgtcctgggg 


aatactggcc 


atgcctggag 


acatatcact 


1056 


caatttctct 


gaggacacag 


ataggatggg 


gtgtctgtgt 


tatttgtggg 


gtacagagat 


1116 


gaaagagggg 


tgggatccac 


actgagagag 


tggagagtga 


catgtgctgg 


acactgtcca 


1176 


tgaagcactg 


agcagaagct 


ggaggcacaa 


cgcaccagac 


actcacagca 


aggatggagc 


1236 


tgaaaacata 


acccactctg 


tcctggaggc 


actgggaagc 


ctagagaagg 


ctgtgagcca 


1296 


aggagggagg 


gtcttccttt 


ggcatgggat 


ggggatgaag 


taaggagagg 


gactggaccc 


1356 


cctggaagct 


gattcactat 


ggggggaggt 


gtattgaagt 


cctccagaca 


accctcagat 


1416 


ttgatgattt 


cctagtagaa 


ctcacagaaa 


taaagagctg 


ttatactgtg 




1466 



<210> 19 
<211> 261 
<212> PRT 

<213> Homo sapiens 
<400> 19 

Met Trp Val Pro Val Val Phe Leu Thr Leu Ser Val Thr Trp He Gly 
15 10 15 

Ala Ala Pro Leu He Leu Ser Arg He Val Gly Gly Trp Glu Cys Glu 
20 25 30 



Lys His Ser Gin Pro Trp Gin Val Leu Val Ala Ser Arg Gly Arg Ala 
35 40 45 
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Val Cys Gly Gly Val Leu Val His Pro Gin Trp Val Leu Thr Ala Ala 
50 55 60 

His Cys lie Arg Asn Lys Ser Val lie Leu Leu Gly Arg His Ser Leu 
65 70 75 80 

Phe His Pro Glu Asp Thr Gly Gin Val Phe Gin Val Ser His Ser Phe 
85 90 95 

Pro His Pro Leu Tyr Asp Met Ser Leu Leu Lys Asn Arg Phe Leu Arg 
100 105 110 

Pro Gly Asp Asp Ser Ser His Asp Leu Met Leu Leu Arg Leu Ser Glu 
115 120 125 

Pro Ala Glu Leu Thr Asp Ala Val Lys Val Met Asp Leu Pro Thr Gin 
130 135 140 

Glu Pro Ala Leu Gly Thr Thr Cys Tyr Ala Ser Gly Trp Gly Ser lie 
145 150 155 160 

Glu Pro Glu Glu Phe Leu Thr Pro Lys Lys Leu Gin Cys Val Asp Leu 
165 170 175 

His Val lie Ser Asn Asp Val Cys Ala Gin Val His Pro Gin Lys Val 
180 185 190 

Thr Lys Phe Met Leu Cys Ala Gly Arg Trp Thr Gly Gly Lys Ser Thr 
195 200 205 

Cys Ser Gly Asp Ser Gly Gly Pro Leu Val Cys Asn Gly Val Leu Gin 
210 215 220 

Gly lie Thr Ser Trp Gly Ser Glu Pro Cys Ala Leu Pro Glu Arg Pro 
225 230 235 240 

Ser Leu Tyr Thr Lys Val Val His Tyr Arg Lys Trp lie Lys Asp Thr 
245 250 255 

lie Val Ala Asn Pro 
260 



<210> 20 
<211> 232 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Met Asn Phe Leu Leu Ser Trp Val His Trp Ser Leu Ala Leu Leu Leu 
15 10 15 

Tyr Leu His His Ala Lys Trp Ser Gin Ala Ala Pro Met Ala Glu Gly 
20 25 3 0 
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Gly Gly Gin Asn His His Glu Val Val Lys Phe Met Asp Val Tyr Gin 
35 40 45 

Arg Ser Tyr Cys His Pro lie Glu Thr Leu Val Asp He Phe Gin Glu 
50 55 60 

Tyr Pro Asp Glu He Glu Tyr He Phe Lys Pro Ser Cys Val Pro Leu 
65 70 75 80 

Met Arg Cys Gly Gly Cys Cys Asn Asp Glu Gly Leu Glu Cys Val Pro 
85 90 95 

Thr Glu Glu Ser Asn He Thr Met Gin He Met Arg He Lys Pro His 
100 105 HO 

Gin Gly Gin His He Gly Glu Met Ser Phe Leu Gin His Asn Lys Cys 
115 120 125 

Glu Cys Arg Pro Lys Lys Asp Arg Ala Arg Gin Glu Lys Lys Ser Val 
13 0 13 5 14 0 

Arg Gly Lys Gly Lys Gly Gin Lys Arg Lys Arg Lys Lys Ser Arg Tyr 
145 ~ 150 155 160 

Lys Ser Trp Ser Val Tyr Val Gly Ala Arg Cys Cys Leu Met Pro Trp 
165 170 175 

Ser Leu Pro Gly Pro His Pro Cys Gly Pro Cys Ser Glu Arg Arg Lys 
180 185 190 

His Leu Phe Val Gin Asp Pro Gin Thr Cys Lys Cys Ser Cys Lys Asn 
195 200 205 

Thr Asp Ser Arg Cys Lys Ala Arg Gin Leu Glu Leu Asn Glu Arg Thr 
210 215 220 

Cys Arg Cys Asp Lys Pro Arg Arg 
225 230 



<210> 21 
<211> 191 
<212> PRT 

<213> Homo sapiens 
<400> 21 

Met Asn Phe Leu Leu Ser Trp Val His Trp Ser Leu Ala Leu Leu Leu 
! 5 10 15 

Tyr Leu His His Ala Lys Trp Ser Gin Ala Ala Pro Met Ala Glu Gly 
20 25 30 

Gly Gly Gin Asn His His Glu Val Val Lys Phe Met Asp Val Tyr Gin 
35 40 45 

Arg Ser Tyr Cys His Pro He Glu Thr Leu Val Asp He Phe Gin Glu 
50 55 60 
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Tyr Pro Asp Glu lie Glu Tyr lie Phe Lys Pro Ser Cys Val Pro Leu 
65 70 75 80 

Met Arg Cys Gly Gly Cys Cys Asn Asp Glu Gly Leu Glu Cys Val Pro 
85 90 95 

Thr Glu Glu Ser Asn lie Thr Met Gin lie Met Arg lie Lys Pro His 
100 105 110 

Gin Gly Gin His lie Gly Glu Met Ser Phe Leu Gin His Asn Lys Cys 
115 120 125 

Glu Cys Arg Pro Lys Lys Asp Arg Ala Arg Gin Glu Asn Pro Cys Gly 
130 135 140 

Pro Cys Ser Glu Arg Arg Lys His Leu Phe Val Gin Asp Pro Gin Thr 
145 150 155 160 

Cys Lys Cys Ser Cys Lys Asn Thr His Ser Arg Cys Lys Ala Arg Gin 
165 170 175 

Leu Glu Leu Asn Glu Arg Thr Cys Arg Cys Asp Lys Pro Arg Arg 
180 185 190 



<210> 22 

<211> 147 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Met Asn Phe Leu Leu Ser Trp Val His Trp Ser Leu Ala Leu Leu Leu 
15 10 15 

Tyr Leu His His Ala Lys Trp Ser Gin Ala Ala Pro Met Ala Glu Gly 
20 25 30 

Gly Gly Gin Asn His His Glu Val Val Lys Phe Met Asp Val Tyr Gin 
35 40 45 

Arg Ser Tyr Cys His Pro lie Glu Thr Leu Val Asp lie Phe Gin Glu 
50 55 60 

Tyr Pro Asp Glu lie Glu Tyr lie Phe Lys Pro Ser Cys Val Pro Leu 
65 70 75 80 

Met Arg Cys Gly Gly Cys Cys Asn Asp Glu Gly Leu Glu Cys Val Pro 
85 90 95 

Thr Glu Glu Ser Asn lie Thr Met Gin lie Met Arg lie Lys Pro His 
100 105 110 



Gin Gly Gin His lie Gly Glu Met Ser Phe Leu Gin His Asn Lys Cys 
115 120 125 
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Glu Cys Arg Pro Lys Lys Asp Arg Ala Arg Gin Glu Lys Cys Asp Lys 
130 135 140 

Pro Arg Arg 
145 



